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Figure 6C and Figure 7E GAPDH Figure 6G

Fold of change relative to beta-actin

Control ~ GASoug/mi

CCNB1 0955641 103178 1012582 0387202 0.389154 0.331888

PLK1 0973079 1032173 0994747 035916 0.366382 0.365069

CDC20 0948601 1.052397 0.999001 0.425808 0475118 0.487105

R . T CCNB2 0965016 1.031216 1003767 0456943 0.444564 0.435414
Gasop3 Gaops o S CCNA2 0941964 103373 1.024306 0483631 0510913 0.414187
BUBIB 0079224 00951524 1069252 0480609 0514543 0.468144

PRKDC 1075569 0.957667 0966765 0532391 0.515414 0.436437

PTTG1 0.914983 1059092 1025924 0.509531 0517537 0.528974

BUBL 1012917 1.014254 0972828 0.537194 0485746  0.38686

CDC25C 1.004337 0.957502 1.038161 0.522984 0.426713 0.411102
TGFB2 1.181818 0.909091 0.981522 0.381818 0.452213 0.3477/87



