Supplemental Tables



Table S1. Mean coverage of ChIPseq peaks

	ChIP

	Artery Sample
	Ccnd1

	Uhrf1

	Nrp2

	Ezh2-Box1
	Ezh2-Box2
	Cdkn1c

	Bmp4


	BRD4
	Injured
	11.4
	5.0
	8.3
	12.5
	18.3
	9.1
	3.7

	
	Uninjured
	8.6
	3.8
	6.1
	5.0
	13.5
	13.8
	9.0

	H3K27ac
	Injured
	25.7
	9.6
	19.7
	20.9
	81.2
	20.8
	5.7

	
	Uninjured
	10.4
	3.0
	9.8
	7.4
	28.4
	12.1
	17.3

	H3K27me3
	Injured
	4.5
	2.0
	2.8
	1.7
	0.0
	46.9
	19.1

	
	Uninjured
	9.2
	3.6
	3.1
	3.9
	1.3
	6.9
	4.5

	H3K4me1
	Injured
	14.7
	8.0
	11.0
	6.7
	3.4
	19.4
	5.4

	
	Uninjured
	15.1
	6.5
	8.5
	4.0
	5.1
	21.9
	10.3


Note: The gene intervals querried include the regions shown on the IGV graphs.
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