	Name
	Peptide Sequence
	Charge
	Mass deviation (ppm)
	XCorr

	Parg-PA
	SET*SAKSS*PELNK
	2
	-1.7
	2.644

	Parg-PA
	SETS*AKS*SPELNK
	2
	-1.1
	3.209

	Parg-PA
	SETSAKS*S*PELNK
	2
	-2.7
	3.166

	Parg-PA
	SETSAKS*S*PELNK
	2
	-0.7
	3.161

	Parg-PA
	SETSAKS*S*PELNK
	3
	-0.9
	1.771

	Parg-PA
	SETSAKS*S*PELNK
	3
	0.6
	1.499

	Parg-PA
	SPDGGISEIETEEEPENLANS*LDDS*WRGVSMEAIH
	4
	-3.2
	3.359

	Parg-PA
	VAGLGEGKS*ETS*AKS*S*PELNK
	3
	0.4
	2.297



