[bookmark: _GoBack]Table S19 - Potential of species in the Fetzer_genome_set to perform reactions associated with benzoate degradation based on ORAdb. Species identifiers: (A) Bacillus subtilis ATCC, (B) Paenibacillus polymyxa ATCC 842, (C) Brevibacillus brevis ATCC 8246, (D) Comamonas testosterone ATCC 11996, (E) Cupriavidus necator JMP 134, (F) Pseudomonas putida ATCC 17514, (G) Pseudomonas fluorescens DSM 6290, (H) Variovorax paradoxus ATCC 17713, (I) Rhodococcus sp. (isolate UFZ), (J) Acidovorax facilis (isolate UFZ), (K) Rhodococcus ruber BU3, (L) Sphingobium yanoikuyae DSM 6900. (1 – species with the complete genomic potential to perform the reaction; 0 – species without the complete genomic potential to perform the reaction).
	
	A
	B
	C
	D
	E
	F
	G
	H
	I
	J
	K
	L

	R00228
	0
	0
	1
	1
	1
	1
	1
	0
	1
	1
	1
	1

	R00238
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R00750
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R00813
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R00816
	1
	1
	1
	1
	1
	1
	0
	1
	1
	0
	1
	1

	R01422
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R01976
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R02451
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0

	R02488
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R02601
	1
	0
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R02604
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R03026
	1
	0
	1
	0
	1
	0
	0
	1
	1
	0
	1
	0

	R03028
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R05305
	1
	0
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R05579
	1
	0
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R05581
	1
	1
	1
	1
	1
	0
	1
	1
	1
	1
	1
	1

	R05586
	1
	0
	1
	1
	1
	1
	1
	1
	1
	1
	1
	1

	R05594
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0
	0

	R05597
	0
	0
	0
	0
	0
	0
	0
	0
	0
	0
	1
	0



