[bookmark: _Ref70015867][bookmark: _GoBack]Table S17 - Overview of the number of clusters, sequences and KOs during the annotation of the Fetzer_genome_set. (ConOG: consistent orthologs; DivOG: Divergent ortholog; KO: KEGG ortholog) 

	[bookmark: _Hlk71661480]Total Orthogroups
	31213

	KOs in the database
	55

	(Relaxed Search) Selected orthogroups
	417

	(Relaxed Search) % Selected orthogroups
	1.3

	(Relaxed Search) Associated KOs
	51

	(Relaxed Search) % Associated KOs
	92.7

	(Restrictive Search) Orthogroups with annotated sequences
	326

	(Restrictive Search) % of Orthogroups with annotated sequences
	1

	(Restrictive Search) KOs with assigned sequences
	47

	(Restrictive Search) % KOs with annotated sequences
	85.5

	ConOG
	92

	DivOG
	234

	DivOG with more than one KO
	139

	Relaxed Search to Restrictive Search 
	

	Lost orthogroups
	91

	% Lost orthogroups
	21.8

	Lost KOs
	4

	% Lost KOs
	7.8



