	Primers name
	Ensembl ID
	Sequence (5’-3’)

	Cloning primers

	ascl1a FL Fwd
		
	ENSDART00000056005.5



	ATGGACATCACCGCCAAGATGGAAATAAGCG

	ascl1a FL Rev
	
	TCAAAACCAGTTGGTGAAGTCCAGGAGCTC

	EcoR1-oct4-CDS-F 
	ENSDART00000065817.4
	TACAGTCGAATTCCATGACGGAGAGAGCGCAGAG

	Xho1-oct4-CDS-R
	
	CACTAGTCTCGAGTTAGCTGGTGAGATGACCCACCAAAC

	EcoR1-hdac1-CDS-F
	ENSDART00000186428.1
	CAGTACGAATTCCATGGCGCTGAGTTCTCAAGGAAC

	Xho1-hdac1-CDS-R
	
	CACTAGTCTCGAGTCACACTGTTTTTAATTCTTCTTTTGGCC

	BamH1-EGFP-F
	
	GATGCTAGGATCCAGTCGCCACCATGGTGAGCAAG

	EcoR1-EGFP-R
	
	CAGGCTGAATTCTTGTACAGCTCGTCCATGC

	lin28a FL  BamI F
	ENSDARG00000016999 
	ATGCTGATGGATCCACCATGCCCCCGGCAAATCCGCATC

	Lin28a FL XhoI R
	
	ATGCTGATCTCGAGATCAGTGCTCTCTGGCAGTAAGGGAG

	her4.1 FL Fwd
	ENSDARG00000056732 
	GAAACTCTACTGACAAACAAGCTG

	her4.1 FL Rev
	
	GATGTTGTCCATCTTCGTTTAGTGC

	BamH1-tgfbi IS-F
	ENSDART00000105933.4
	ACTGACCGGATCCAGATGCTGGTCTTAATGATCACCTGGTC

	Xho1-tgfbi IS-R
	
	CAGCACTCTCGAGTGGTCACTCACAATTTTAGGAGGCAGTG

	BamH1-snail1a CDS-F
	ENSDART00000130477.4
	CTAGAATGGATCCATGCCTCGGTCTTTCCTGGTAAAG

	Xba1-snail1a-CDS-R
	
	ATCGCATATCTAGACTATTGGACATTGGCCGTGGAGG

	BamH1-snai2-CDS-F
	ENSDART00000058571.7
	CTAGAATGGATCCATGCCTCGTTCATTCCTAGTAAAGAAG

	Xba1-snai2-CDS-R
	
	ATCGCATATCTAGATCAGTGTGCGATGCAACAGC

	BamH1-snai3-CDS-F
	ENSDART00000073549.6
	CTAGAATGGATCCATGCCAAGGTCTTTCTTGGTGAAG

	Xba1-snai3-CDS-R
	
	ATCGCATATCTAGACTAGGACATGGGACAGCACCCAG

	BamH1-snai1b-CDS-F
	ENSDART00000067652.4
	CTAGAATGGATCCATGCCACGCTCATTTCTTGTCAAG

	Xba1-snai1b-CDS-R
	
	ATCGCATATCTAGACTAGAGCGCCGGACAGCAG

	Cla1-zeb1a-CDS-F
	ENSDART00000005449.8
	ATCACGATCGATCAATGGCAACTTGTGCAGTGAG

	Xba1Xho1-zeb1a-CDS-R
	
	ATCACGTCTAGACTCGAGTCAATCCTCAGTTTCCATCTCC

	EcoR1-zeb2a-CDS-F
	ENSDART00000189994.1
	ATCACGGAATTCAATGAAGCAGGAGATCATGG

	Xba1-zeb2a-CDS-R
	
	[bookmark: _GoBack]ATCACGTCTAGAAGTAGTTAATCGGCATCCTCG

	ChIP primers

	Oct4 BS on ascl1a P-F 
	ENSDARG00000038386
	TCTATGTGGAGCAGAGTTATAAGGCTG

	Oct4 BS on ascl1a P-R
	
	ACCTAAAGGTGTTTCCCCAGATTACACTTG

	Oct4 BS1 on oct4 P-F
	ENSDARG00000044774

	TGCATAAGAGGGCAGGAATGACAAAATG

	Oct4 Bs1 on oct4 P-R
	
	ACACAGGTTTTGCTAATCAATCGGAGTTG

	Oct4 BS2 on oct4 P-F
	
	ATCGCTACTCTGGATCTGGAAGC

	Oct4 BS2 on oct4 P-R
	
	AGCGAACATTGAGTTTGAGATGTTTGG

	Oct4 BS3,4 on oct P-F
	
	TGTTGGACACCAATCAAACCAACAC

	Oct4 BS3 on oct4 P-R
	
	AGCATGTGTTACAACTCTCTGTCTG

	Oct4 BS4 on oct4 P-R
	
	AGAGCAGGGCACAAAGTAACACTTTTTG

	Oct4 BS on hdac1 int1-F
	ENSDARG00000015427
	AGCAGTCACTGACTTTCAAACTACTACG

	Oct4 BS on hdac1 intr1-R
	
	TGACTTTATGTAGATGCCCTCCCTAAAG

	Oct4 BS on chd4a P-F
	ENSDARG00000063535
	TGCATCTCAGTTCATTTGGTGCACAAC

	Oct4 BS on chd4a P-R
	
	TTGTGTTAGCCACTGAAGCTTTGCAG

	Sox2 BS on cdh1 P-F
	ENSDARG00000102750

	TGCATTAGTGGGATGTACAGTAGATG

	Sox2 BS on cdh1 P-R
	
	AAATGAGAGATTACACATCGGCTG

	Ascl1a BS on cdh1-F
	
	AGTTCACTGATTAGGGTACCTGTG

	Ascl1a BS on cdh1-R
	
	AGCCATTTGACTCGCTACAAGTC

	Oct4 BS on zeb1a P-F
	ENSDARG00000016788
	ATACAATCCATTTTGACCACTGAAGCATG

	Oct4 BS on zeb1a P-R
	
	AGCATTAAGCATTTGAAGAGTGTAGATGC

	Oct4 BS on zeb2a P-F
	ENSDARG00000062338
	TCTGATGGGCTTTGTTTAACACCTGG

	Oct4 BS on zeb2a P-R
	
	AACCCACCACCCACCTAAATGC

	Oct4 BS on zeb2b intr1-F
	ENSDARG00000078416
	TGTGAAGCCACAGTGACCACTG

	Oct4 BS on zeb2b intr1-R
	
	AGAATCACCAACCAGATCCAGTCTG

	Oct4 BS on zeb1b intr1-F
	ENSDARG00000013207
	TGCTACCTATGCAGCAGGCCAC

	Oct4 BS on zeb1b intr1-R
	
	ACGCTCCACCTACACACACTG

	Oct4 BS on miR-200a/b P-F
	ENSDARG00000081399
	TGTACTTAAGAGCAGCAATCTGC

	Oct4 BS on miR-200a/b P-R
	
	TCCTACTAGACCCATATACAAATCG

	Oct4 BS miR-143/145 P-F
	ENSDARG00000082513
	ACTTACGTGAACTAAGTATGAACG

	Oct4 BS miR-143/145 P-R
	
	TGGTGACACTTTACAATAAGGTTG

	Oct4 BS on Her4.1-F
	ENSDARG00000056732 
	ACCTTTAATGAAGGTAAGAGCATGACTGC

	Oct4 BS on Her4.1-R
	
	ACCACACTGCTTTCATTTACTGAAAGTGC

	Ascl1a BS1 on oct4 P-F
	ENSDARG00000044774
	TGCATAAGAGGGCAGGAATGACAAAATG

	Ascl1a Bs1 on oct4 P-R
	
	ACACAGGTTTTGCTAATCAATCGGAGTTG

	Ascl1a BS2 on oct4 P-F
	
	ATCGCTACTCTGGATCTGGAAGC

	Ascl1a BS2 on oct4 P-R
	
	AGCGAACATTGAGTTTGAGATGTTTGG

	Ascl1a BS3,4 on oct P-F
	
	TGTTGGACACCAATCAAACCAACAC

	Ascl1a BS3 on oct4 P-R
	
	AGCATGTGTTACAACTCTCTGTCTG

	Ascl1a BS4 on oct4 P-R
	
	AGAGCAGGGCACAAAGTAACACTTTTTG

	qPCR Primers

	oct4-RT-F
		
	ENSDART00000065817.4



	AGATAACGCACATATCCGATGATCTAGGCCTG

	oct4-RT-R
	
	TGCGGGTGAGCATGCATGAATTGAGACATTG

	actin-RT-F
	ENSDART00000054987.7
	GCAGAAGGAGATCACATCCCTGGC

	actin-RT-R
	
	CATTGCCGTCACCTTCACCGTTC

	sox2-RT-F
		
	ENSDART00000104493.5



	GAAAAACAGCCCGGACCGCATCAAGAGACC

	sox2-RT-R
	
	GTCTTGGTTTTCCTCCGGGGTCTGTATTTG

	snai1a-RT-F
	ENSDART00000130477.4
	AGCTGGAATGTCAGAACGACACTTC

	snai1a-RT-R
	
	GTCTGACGTCCGTCCTTCATCTTC

	snai1b-RT-F
	ENSDART00000067652.4
	ACACTGCAGCCCACAAGACGGCATC

	snai1b-RT-R
	
	CAGGAGAACGGACGCTCGCCGGTG

	snai2-RT-F
		ENSDART00000058571.7
	



	AGCACGTATTCGGGACTCATGAAGC

	snai2-RT-R
	
	CAGGAAAACGGTTTCTCACCCGTG

	snai3-RT-F
	ENSDART00000073549.6
	AGTCAGGAACACAGCGATGAGTG

	snai3-RT-R
	
	ACGTGAATGGTTTCTCACCTGTG

	tgfb1a-RT-F
		
	ENSDART00000060839.3



	AGACCTGCTGTATGCGCAAGCTTTAC

	tgfb1a-RT-R
	
	ACCATGTTGGACAATTGCTCCACCTTG

	tgfb1b-RT-F
	ENSDART00000134907.2
	ACGGGAAACAGATGCTGTTTGTACTGAAAAG

	tgfb1b-RT-R
	
	TAGAACCTGAGGTACACAGCAGGGCTGAG

	tgfb3-RT-F
		
	ENSDART00000019766.9



	ACCTCCAGACGACGAAAGCGAGCTCTC

	tgfb3-RT-R
	
	AGCGTGTTGTACAGACTCAGCAGCGAG-

	tgfb2-RT-F
		
	ENSDART00000148927.2
	



	TGGATACTGCTTTCTGCTCCAGGAATG

	tgfb2-RT-R
	
	TTCCAGATCCTGAGACACGCAGCAG

	tgfbi-RT-F
	ENSDART00000105933.4
	CGCTGACCTCAACAAACTCATGAGAG

	tgfbi-RT-R
	
	TGGTCACTCACAATTTTAGGAGGCAG

	smad7-RT-F
	ENSDART00000009740.7
	ATATTCAGCCCCTATGGGGTTTTCAGATTC

	smad7-RT-R
	
	AGCCGATTTTGGCCCGAACCATTTGCAC

	tgfbr1b-RT-F
	ENSDART00000061973.7
	ACGGGAAACAGATGCTGTTTGTACTGAAAAG

	tgfbr1b-RT-R
	
	TAGAACCTGAGGTACACAGCAGGGCTGAG

	mycb-RT-F
	ENSDART00000005143.6
	AGTAGTGACAGCGAATCCGATGACG

	mycb-RT-R
	
	ATGTGGCTCTCGAATTTAATCCGC

	ascl1a-RT-F
		
	ENSDART00000056005.5
	



	ATCTCCCAAAACTACTCTAATGACATGAACTCTAT

	ascl1a-RT-R
	
	CAAGCGAGTGCTGATATTTTTAAGTTTCCTTTTAC

	lin28a-RT-F
	ENSDART00000193355.1 
	TAACGTGCGGATGGGCTTCGGATTTCTGTC

	lin28a-RT-R
	
	ATTGGGTCCTCCACAGTTGAAGCATCGATC

	her4.1-RT-F
	ENSDART00000079274.4 
	GCTGATATCCTGGAGATGACG

	her4.1-RT-R
	
	GACTGTGGGCTGGAGTGTGTT

	hdac1-RT-F
	ENSDART00000186428.1
	GACAGCACCATTCCTAATGAGCTCC

	hdac1-RT-R
	
	TATCGTGAGCACGAATGGAGATGCG

	dla-RT-F
	ENSDART00000126339.3
	GCGCAGGAAACGTCTGAAAAGTGAC

	dla-RT-R
	
	ATCCTGCAGGCCCATTACACCTCAG

	dlb-RT-F
	ENSDART00000019259.9 
	AAGAATGGCGGCAGTTGTAATGATTTG

	dlb-RT-R
	
	AGATCCACACATTCACCACCGTTG

	dlc-RT-F
	ENSDART00000018514.8 
	GAGCACCTCAAACACCAG

	dlc-RT-R
	
	CACCTCCTCCACCCATAA

	dld-RT-F
	ENSDART00000099224.4 
	AAATGGAGGAAGTTGCACTGATC

	dld-RT-R
	
	AAGATCGAGACACTGAGCATCATTC

	il11a-RT-F
		ENSDART00000055160.8
	



	CTCCTCATCGCTGCTTCTCTCG

	il11a-RT-R
	
	TTGCGAAGTCACTGGCTCTGC

	il11b-RT-F
		
	ENSDART00000081440.4



	GCTAACAGTGTCGCCTGACTCC

	il11b-RT-R
	
	CTGTAGTTCAGTGAGGGCAGGG

	lepa-RT-F
	ENSDART00000126441.2 
	TTTCCAGCTCTCCGCTCAACC

	lepa-RT-R
	
	CGGCGTATCTGGTCAACATGC

	lepb-RT-F
	ENSDART00000133203.2 
	CATTGCTCGAACCACCATCAGC

	lepb-RT-R
	
	TCTTTATGCACCGGGGTCTCG

	lepr-RT-F
		
	ENSDART00000079173.6



	CAGTACGAGCTGCAATTCAAGG

	lepr-RT-R
	
	TAAAATGCGCCAGAAGTCTGG

	mmp9-RT-F
		ENSDART00000062845.5
	



	GGAGAAAACTTCTGGAGACTTG

	mmp9-RT-R
	
	CACTGAAGAGAAACGGTTTCC

	mmp2-RT-F
	ENSDART00000026712.8
	CTTAGCCTTAATGGTGATGGTC

	mmp2-RT-R
	
	GCTTACTGTGGGTCCAGGCAG

	chd3-RT-F
	ENSDART00000188267.1
	TTCCTGGCAAGACGGTTCAAGTTG

	chd3-RT-R
	
	TCCTCCAACTGGTTTAGCACCTTG

	chd4a-RT-F
		
	ENSDART00000130062.3



	AGTTTCTTGCCCGGAGGTTCAAGTTG

	chd4a-RT-R
	
	TATGTAGGACGGCGTTGGCAGGTTTG

	chd4b-RT-F
		
	ENSDART00000184655.1



	TGGTGATTGAGGAGCAGCTCAGACGTG

	chd4b-RT-R
	
	AAGCTCCTCCAGTTGTTTGAGAACTTTG

	ccna1-RT-F
	ENSDART00000002166.8
	
	



	GAAGTACAAGAGCTCGAAATATC


	ccna1-RT-R
	
	GATCGCTTTATAATCGTGCAC

	ccnb1-RT-F
	ENSDART00000063357.6
	GCCTTTCTAAGCATCTGGCTG


	ccnb1-RT-R
	
	CTTTTGCTCAACCCATGGCAG

	ccnd1-RT-F
		
	ENSDART00000163748.2
	



	GTCATCAGAAGTGACCCTGACTG

	ccnd1-RT-R
	
	CAAAGCCCATACCCATCAGAAAC

	ccne1-RT-F
		
	ENSDART00000163991.3



	CCTACTTGGAATGGCTGGGAAAG

	ccne1-RT-R
	
	CTTATGCCAATGCTTGTGAATGC

	miR-143-RT-F
		
	ENSDART00000116314.2



	GTCGTCTGGCCCGCGGTGCAG

	miR-143-RT-R
	
	GACAGTGTTGTCCTCCCG AGC

	miR-145-RT-F
		
	ENSDART00000115736.4



	CTTCATCATTTCCTCATCCC

	miR-145-RT-R
	
	GTAGTCCACCCCCAACCCCAAG

	miR-200a-RT-F
		
	ENSDART00000117439.2



	GCACTTAGCAGCCATCTTACCGG

	miR-200a-RT-R
	
	TCACCCAACAAACATCGTTAC

	miR-200b-RT-F
		
	ENSDART00000115463.2



	GTAGTCGTCTCCATCTTACGAG

	miR-200b-RT-R
	
	GCAGCAATCATCATCATTACCAG

	zeb1a-RT-F
		
	ENSDART00000005449.8



	ACATGTCAATGGCATCAAGGAGG

	zeb1a-RT-R
	
	ATTCATGAGGCCTCTTTCCTGTG

	zeb1b-RT-F
		
	ENSDART00000047724.6
	



	ACACAAGTATGAACACACAGGCAAG

	zeb1b-RT-R
	
	TGCTTATGTGTTCGGGCAGCTCC

	zeb2a-RT-F
		
	
	
	ENSDART00000127834.4



	AAGCCAGCATACCGGGTCTAAGG

	zeb2a-RT-R
	
	TGGTGAGGCCGCTTTCCACTTTC

	zeb2b-RT-F
		
	ENSDART00000090019.4



	TGGTCTAAACCCGTTCGCTGC

	zeb2b-RT-R
	
	CGTCAAGAAGCTCGCTCTGG

	cdh1-RT-F
	ENSDART00000168890.2
	CTGTTTGAGCAATCCTCGTACAC

	cdh1-RT-R
	
	GTCTTCTCATAGTCCAGAGGCTTC



